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EndoPredict® is a gene expression assay for patients with ER+, HER2- early-stage breast cancer. From this genomic analysis, a
12-Gene Molecular Score is assigned. This score, combined with tumor size and nodal status, contributes to the EPclin Risk Score, 
from which the risks of distant recurrence (10-year and 5 to 15-years)  with 5 years of adjuvant endocrine therapy alone and the 
estimated absolute benefit of chemotherapy (at 10 years) are determined.

Note: Recurrence risk and chemotherapy benefit estimates contained within this report are based on analysis of multiple cohorts of 
post-menopausal women with resected ER+/HER2- invasive female breast cancer who have not been treated prior to resection with 
neo-adjuvant therapy (e.g. chemotherapy, radiation therapy or endocrine therapy) and who do not have a  current or prior diagnosis 
of an additional cancer.1-3 Risks may differ for individuals who do not meet the aforementioned clinical characteristics. Reported 
recurrence risks assume that this patient will receive endocrine therapy (with or without localized radiation therapy) alone. If
adjuvant chemotherapy i s administered after resection, the reported 10-year likelihood of distant recurrence and the likelihood of 
late recurrence (years 5-15) will not reflect actual patient risks. This test result is invalid if the patient has already experienced a 
dis tant recurrence.
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TREATMENT:

AFTER 5 YEARS ENDOCRINE
THERAPY ALONE

Result Interpretation: An EPclin Score of 2.0 is categorized as LOW 
RISK and is associated with a 2.9% (95% CI: 2.0% - 4.1%) 10-year 
l ikelihood of experiencing a distant recurrence when treated with 5 
years of endocrine therapy alone. 
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PREDICTION OF CHEMOTHERAPY BENEFIT AT 10 YEARS

TREATMENT:

CHEMOTHERAPY AND/OR
5 YEARS ENDOCRINE THERAPY

Result Interpretation: At 10 years, an EPclin Risk Score of 2.0 is 
associated with an estimated 0.3% (95% CI: -1.1% - 1.4%) absolute 
benefit from chemotherapy, when used in combination with 
endocrine treatment, compared to endocrine treatment alone. 
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TREATMENT:

AFTER 5 YEARS ENDOCRINE
THERAPY ALONE

Result Interpretation: An EPclin Risk Score of 2.0 is associated with a 
2.3% (95% CI: 1.0% - 3.6%) l ikelihood of experiencing a distant 
recurrence within 5-15 years of diagnosis. Estimates of distant 
recurrence at 15 years apply to patients who are distant recurrence-
free after 5 years of endocrine therapy alone.
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Test Description: EndoPredict is a gene expression test that predicts the risks of distant recurrence (10-year and 5 to 15-years),  with 
5 years of adjuvant endocrine therapy alone, and the estimated absolute benefit of chemotherapy (at 10 years) for patients with 
estrogen receptor-positive and HER2-negative invasive female breast cancer.1-3 The test result categorizes patients into "Low" or 
"High" risk of distant metastasis within 10 years. Analysis is performed on RNA extracted from FFPE blocks of the primary tumor. This 
test util izes quantitative RT-PCR to measure the expression of eight target genes, three normalization genes, and one control gene, 
from which a 12-Gene Molecular Score is calculated.1 The risk association based solely on this molecular fingerprint is assessed on a 
scale of 0-15, with lower risk molecular scores being <= 5 and higher risk scores being > 5. The 12-Gene Molecular Score can be 
combined with clinicopathologic features (tumor size and lymph node status) to generate an EPclin Risk Score, which is a more
significant predictor metastatic disease.1,3 The threshold differentiating "Low" and "High" risk EPclin Risk Scores was established 
during assay development and is pre-specified during testing of current samples. EPclin Risk Scores from 1.0 through 3.3 are reported 
as "Low Risk" and are associated with an estimated 10-year risk of recurrence of less than 10%. EPclin Risk Scores from 3.4 through 
6.0 are reported as "High Risk" and are associated with an estimated 10-year risk of recurrence equal to or greater than 10%. For 
patients who are distant recurrence-free at 5 years and have been treated for 5 years with endocrine therapy alone, the distant 
recurrence risk at 15 years without extended endocrine therapy is also provided.

Therapeutic decisions made subsequent to testing should take into account all  relevant clinical parameters, including patient's age, 
overall  health, etc.

Please contact Myriad Professional Support at 1-844-887-3636 or email EndoPredict@myriad.com to discuss any questions 
regarding this result.

References
1. Fil ipits M, Rudas M, Jakesz R, et al. A new molecular predictor of distant recurrence in ER-positive, HER2-negative breast cancer 
adds independent information to conventional cl inical risk factors. Clin Cancer Res. 2011;17(18):6012-6020.

2. Muller BM, Brase JC, Haufe F, et al. Comparison of the RNA-based EndoPredict multigene test between core biopsies and 
corresponding surgical breast cancer sections. J Clin Pathol. 2012;65(7):660-662.

3. Data on fi le.



EndoPredict® is a gene expression assay for patients with ER+, HER2- early-stage breast cancer. From this genomic analysis, a
12-Gene Molecular Score is assigned. This score, combined with tumor size and nodal status, contributes to the EPclin Risk Score, 
from which the risks of distant recurrence (10-year and 5 to 15-years)  with 5 years of adjuvant endocrine therapy alone and the 
estimated absolute benefit of chemotherapy (at 10-years) are determined.

Note: Recurrence risk and chemotherapy benefit estimates contained within this report are based on analysis of multiple cohorts of 
post-menopausal women with resected ER+/HER2- invasive female breast cancer who have not been treated prior to resection with 
neo-adjuvant therapy (e.g. chemotherapy, radiation therapy or endocrine therapy) and who do not have a  current or prior diagnosis 
of an additional cancer.1-3 Risks may differ for individuals who do not meet the aforementioned clinical characteristics. Reported 
recurrence risks assume that this patient will receive endocrine therapy (with or without localized radiation therapy) alone. If
adjuvant chemotherapy i s administered after resection, the reported 10-year likelihood of distant recurrence and the likelihood of 
late recurrence (years 5-15) will not reflect actual patient risks. This test result is invalid if the patient has already experienced a 
dis tant recurrence.
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TREATMENT:

AFTER 5 YEARS ENDOCRINE
THERAPY ALONE

Result Interpretation: An EPclin Score of 4.0 is categorized as HIGH 
RISK and is associated with a 18% (95% CI: 15% - 22%) 10-year 
l ikelihood of experiencing a distant recurrence when treated with 5 
years of endocrine therapy alone. 
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PREDICTION OF CHEMOTHERAPY BENEFIT AT 10 YEARS

TREATMENT:

CHEMOTHERAPY AND/OR
5 YEARS ENDOCRINE THERAPY

Result Interpretation: At 10 years, an EPclin Risk Score of 4.0 is 
associated with an estimated 7.4% (95% CI: 4.1% - 11%) absolute 
benefit from chemotherapy, when used in combination with 
endocrine treatment, compared to endocrine treatment alone. 
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LIKELIHOOD OF LATE DISTANT RECURRENCE 
(Years 5-15)

TREATMENT:

AFTER 5 YEARS ENDOCRINE
THERAPY ALONE

Result Interpretation: An EPclin Risk Score of 4.0 is associated with a 
14% (95% CI: 9.9% - 18%) l ikelihood of experiencing a distant 
recurrence within 5-15 years of diagnosis. Estimates of distant 
recurrence at 15 years apply to patients who are distant recurrence-
free after 5 years of endocrine therapy alone.
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Test Description: EndoPredict is a gene expression test that predicts the risks of distant recurrence (10-year and 5 to 15-years),  with 
5 years of adjuvant endocrine therapy alone, and the estimated absolute benefit of chemotherapy (at 10 years) for patients with 
estrogen receptor-positive and HER2-negative invasive female breast cancer.1-3 The test result categorizes patients into "Low" or 
"High" risk of distant metastasis within 10 years. Analysis is performed on RNA extracted from FFPE blocks of the primary tumor. This 
test util izes quantitative RT-PCR to measure the expression of eight target genes, three normalization genes, and one control gene, 
from which a 12-Gene Molecular Score is calculated.1 The risk association based solely on this molecular fingerprint is assessed on a 
scale of 0-15, with lower risk molecular scores being <= 5 and higher risk scores being > 5. The 12-Gene Molecular Score can be 
combined with clinicopathologic features (tumor size and lymph node status) to generate an EPclin Risk Score, which is a more
significant predictor metastatic disease.1,3 The threshold differentiating "Low" and "High" risk EPclin Risk Scores was established 
during assay development and is pre-specified during testing of current samples. EPclin Risk Scores from 1.0 through 3.3 are reported 
as "Low Risk" and are associated with an estimated 10-year risk of recurrence of less than 10%. EPclin Risk Scores from 3.4 through 
6.0 are reported as "High Risk" and are associated with an estimated 10-year risk of recurrence equal to or greater than 10%. For 
patients who are distant recurrence-free at 5 years and have been treated for 5 years with endocrine therapy alone, the distant 
recurrence risk at 15 years without extended endocrine therapy is also provided.

Therapeutic decisions made subsequent to testing should take into account all  relevant clinical parameters, including
patient's age, overall  health, etc.

Please contact Myriad Professional Support at 1-844-887-3636 or email EndoPredict@myriad.com to
discuss any questions regarding this result.
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