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Sample Type :  FFPE Sample Collection Date : DD/MM/YYYY

Report Date : DD/MM/YYYYCoverage :  1000xTest : PositiveSelect Immunotherapy   Technology : Illumina NGS

Diagnosis : Colorectal Cancer

Sample ID : PB_CG_SC_XXXX-XX_X

Patient Physician

Name : xxxxxxxxxx

Date of Birth : DD/MM/YYYYGender : M

Name : xx xxxxxxxxxx

Institute : xxxxxxxxxx

MS-Stable (6.04%)

TMB-Low (3.80/Mbp)

Microsatellite status

Tumor Mutation Burden

Note:
MS-Stable: ≤ 20% unstable sites, 
MS-Unstable: >20% unstable sites .
TMB-Low: <8 mutations/MB, 
TMB-Intermediate: 9-19 mutations/MB, TMB-High: ≥ 20 mutations/MB.

Note: This report is intended only for qualified medical professionals. 

No alterations detectedMLH1

MSH2

MSH6

PMS2

No alterations detected

Positive

No alterations detected
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Note: We identified a MSH6 deletion (c.1290delG) [subclonal] which causes a frameshift that leads to a change in the amino acid 
Lysine to Asparagine  which ultimately results in a premature stop codon. The mutation is expected to affect the DNA mismatch 
repair functions of the MSH6 gene. This variant has been classified pathogenic as per both American College of Medical Genetics 
and Genomics (ACMG) and ClinVar. ClinVar associates it with Hereditary cancer-predisposing syndrome (ClinVar Accession: 
RCV000132371.2).
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[subclonal]
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Disclaimer: The information in this report is meant for medical professionals only. This report should not be construed as personal medical advice and is not intended to 
replace medical advice ordered by physicians. This document should not be used to establish any standard of care. Clinicians should use their own clinical judgment and 
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PositiveSelect Immunotherapy is a comprehensive test to identify Tumor Mutation Burden (TMB), Microsatellite Instability (MSI) 
and presence of alterations in the DNA mismatch repair genes using NGS technology. This complete genomics test begins with 
sample collection, through DNA isolation followed by sequencing of 2.5 Mb target regions of exome. MSI is determined by 
assessing indel characteristics at 114 homopolymer repeat loci in or around the targeted gene regions. TMB is determined by  
extrapolating the number  of somatic mutations in sequenced genes to the whole genome and represented as number of mutations 
per Mb.
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